Study Purpose:   Expression profiling of prostate cancer tumors that are benign, clinically localized, or metastatic and refractory to hormones. Results compared to those obtained from immunoblotting to identify concordant changes in mRNA and protein levels. 
Data Description:   The data set has 19 samples under 3 disease states.
Array Type:  Affymetric GeneChip (U133 Plus 2.0)   
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1439.soft.gz  
Data Size: 68.4 MB (24.5 MB for zipped file)
