Study Purpose:  To apply expression genomics in cervical cancer in order to provide a more rational approach to the classification and treatment of the disease
Data Description:  The dataset contains gene expression profiles from 8 normal cervices and 24 cervical cancer samples.
Array Type:  cDNA microarray
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS470.soft.gz 
Data Size: 11.6 MB (4.8 MB for zipped file)
