Study Purpose:  To identify gene markers that predict clinical outcome in breast cancer patients treated with tamoxifen.
Data Description:   Expression profiling of estrogen positive primary breast cancer tumors were from 60 patients.  Patients were subsequently treated with tamoxifen for 5 years, and tumors were classified according to whether cancer recurred.
Array Type:  Arcturus 22k human oligonucleotide microarray.  Cy5 (experimental samples) or Cy3 (reference sample)
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS806.soft.gz; ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS807.soft.gz
Data Size: 32.6 MB (14.3 MB for zipped file); 32.6 MB (14.3 MB for zipped file)
