Study Purpose:    To identify subtypes of  head and neck squamous cell carcinoma (HNSCC) using gene expression profile. 
Data Description:   The dataset contains 55 primary and 5 recurrent tumors from 60 patients.   There are 4 disease states and 4 specimen sets in total 78 samples.
Array Type: Agilent Human 1 cDNA Microarray 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS978.soft.gz 
Data Size: 29.8 MB (8.6 MB for zipped file)
